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Fig. 9 




Ldw<- Variance Ohiigh 
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Scale Tab 
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Fig. 22 

Experiment group name dialog box. 




Fig. 23 



Choose experiment class dialog box. 
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Fig. 24 

Add/Remove dialog box for adding and removing experiments from experiment 
groups. 




myGenes 
^ W47101 
^ R34833 
^ H11003 



Fig. 25 




The annotation editor. 




The permissions dialog box for project "Angela". 
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Fig. 28 

Select parameters "Data Scaling" dialog box. 



Fig. 29 

The Choose experiments dialog box. 




An example difference plot. 




Fig. 33 

Select Profile Patterns dialog box. 
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Figure 34 
Gene profiled in Fig. 4.5 

Distance Plot created with the adjust shift (avg=0) scaling procedure and the 
patterns displayed in Fig. 4.3. 




m 




Figure 35 



Gene Profile of gene W47101 plotted at (12,26) in the above Distance Plot (Figure 
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Figure 36 

The "Select Experiments to plot" dialog box for the variance histogram. 




Fig. 37 

The Variance Histogram with two bars selected. 
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Fig. 38 



The "Enter Correlation Values" dialog box. 
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Fig. 39 



Correlation histogram parameters dialog box. 
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Fig. 40 

A correlation histogram created using the "no scaling" and the "by Shape 
(Pearson)" parameters. 





The Classification histogram created using the "adjust scales" scaling procedure and 
the data displayed in the "Classify Experiments" dialog box above {Figure ). 




Figure 44 
The Cluster Tree analysis view. 
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The SRS Interface, in Simple Mode. 



^ Metabolic Pathways 

©- JTransFae 

©■ JJ SeqRelatBd 

P Pm f§ SFTRSMBL 




SWtSSPROT 
'sVflBBPROT 

'SWISSPROT 
. .SWISSPROT 



AP17J:^EAST 
YEAST 



AC P39S15; 0023X0; 

DT ai-FEe-1995 (Rel. 31, Created} 

DT ai-FEa-1995 CRel. 31, last sequence updatej 

DT 15-JT3I.-1S9S IRel. 3S, Xast aanotatlDu update) 

DS MrTOCHOJTSRIAL IMPORT I^jreS MBMBRAHB TRAMSLOCASE 

DE (MITOCBOKSRIja PHOTEIH IMPORT PROTEIN 2) {MITOCHC 

DE P ROTE IK Mmi7f 



Fig. 46 



The software SRS Interface in Detail Mode displaying a completed query and a 
database entry. 
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Figure 49 

Change configuration dialog box. 




Fig. 50 

Remove experiment class dialog box. 




Fig. 51 

O Remove experiments dialog box. 
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Fig. 52 

A point (gene) plotted in three dimensions. 
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Fig. 53 

Three experiments plotted in 3 dimensions. 




Fig. 54 

Squasli tlie cigar along its side to best preserve its shape 
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